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jj^lF Errors <5bi 



F Err o ra <5b ri^t^Byi- J 5® ■ ST1 C^s te ms; B ra he h 

CRF Proc©ssing\Date: 
Edited by: 



•EX. 

□ 
□ 
□ 



Changed a file from non-ASCII to ASCII 





staff 



Changed the margins in cases where the sequence text was "wrapped. 0 <town^^aejct line. 
■ Edited a format error in the Cunent Application Data section. speoticaJly: 



; : Jk ^mn m _ 

' Edited the Current Application Data section with the actuaJ current number. The number inputted by 
applicant was the prior application data; or □ other ; — : y • - - - - 



Added the mandatory heading and subheadings for "Current Application Data". 
Edited the 'Number of Sequences" field. The applicant spelled out a number instead of using an integer 
Changed the spelling of a mandatory field (the headings orsubheadings), specffta&y:. 

Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 



□ 



Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 



□ 
□ 
□ 
□ 

□ 
□ 



Corrected subheading placement. All responses must be on the same line as each subheading. If the 
applicant placed a response below the subheading, this was moved to its appropriate place. 



Inserted colons after headings/subheadings. Headings edited included: 



Deleted extra, invalid, headings used by an applicant, specifically: 



Deleted: □ non-ASCII "garbage" at the beginning/end of files; O secretary initials/filename at end of file; 
□ page numbers throughout text; □ other invalid text, such as _ . 



Inserted mandatory headings, specifically: 



Corrected an obvious error in the response, specifically: 



□ 

□ 
□ 



Edited identifiers where upper case is used but lower case is required, or vice versa. 
CorrecTed an error in the Number of Sequences field, specifically: 



A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (error 
due to a Patentln bug). Sequences corrected: _ . T — — 




Other: 



_ p o r ^ r ■ - . - ^ -■ 



.^Eiagniner: The above corrections must be communicated to the applicant in the first 
' Action. DO NOT send a copy of this form. 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/593 , 79 3A 



DATE: 11/16/2000 
TIME: 14:38:51 



Input: Set : 
Output Set: 



A:\427cl5.app 

N:\CRF3\11162000\I59 3 79 3A.raw 



C-- > 
C--> 



3 <110> APPLICANT: Xu , Jiang chun 

4 Dillon, Davin C. 

5 Mi hch am, Jennifer L. 

6 Harlocker, Susan L. 

7 Jiang, Yuqui 

8 Reed, Steven G. 

9 Kalos, Michael D. 

10 Fanger, Gary R. 

11 Retter, Marc W. 

12 Stolk, John A. 

13 Day, Craig H. 

14 Vedvick, Thomas S. 

15 Carter, Darrick 

16 Li, Samuel 

17 Wang, Aijun 

18 Skeiky, Yasir A.W. 

19 Helper, William 

21 <120> TITLE OF INVENTION: COMPOSITIONS AND METEiODS FOR THERAPY AND 

22 DIAGNOSIS OF PROSTATE CANCER 

24 <130> FILE REFERENCE: 2 10121 . 4271 5C15 

26 <140> CURRENT APPLICATION NUMBER: US/09/59 3 , 79 3A 

27 <141> CURRENT FILING DATE: 2000-06-13 
29 <160> NUMBER OF SEQ ID NOS : 814 

31 <17()> SOFTWARE: Fast SEQ for Windows Version 3.0 



Weeded 



ERRORED SEQUENCES 
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Gin 


Leu 


Lys 


Glu 


Thr 


He 


Glu 


Asp 


Leu 


Pro 


Gly 


Lys 


Met 


Asp 


Thr 


1116 8 






115 5 








1160 








1165 






11170 


Glu 


Leu 


Ala 


Glu 


Ser 


Gly 


Ser 


Asn 


Phe 


Ser 


Val 


Gly 


Gin 


Arg 


Gin 


Leu 


.1.1.171 




117 0 








1 175 








1180 








11173 


Val 


Cys 


Leu 


Ala 


Arg 


Ala 


He 


Leu 


Arg 


Lys 


Asn 


Gin 


He 


Leu 


He 


He 


11174 


118 5 








119 0 








119 5 








1200 


1 1176 


Asp 


Glu 


Ala 


Thr 


Ala 


Asn 


val 


Asp 


Pro 


Arg 


Thr 


Asp 


Glu 


Leu 


He 


Gin 


11.177 










12 05 








12.10 








1215 


11 179 


Lys 


Lys 


Ser 


Gly 


Arg 


Asn 


Leu 


Pro 


Thr 


Ala 


Pro 


Cys 










11180 








1220 








1225 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/ 09/ 5 9 3 , 79 3 A 



DATE: 11/16/2000 
TIME: 14:38:56 



Input: Set : 
Output Set: 



A:\427cl5.app 

N:\CRF3\1116 2000\l59 3 79 3A.raw 



L:26 
L : 2 7 
L : 5 3 
L: 54 
L : 5 5 
L: 5 6' 



M:270 C 
M:271 C 
341 W 
341 W 
341 W 
341 IV 
341 W 



M 
M 
M 
M 
M 

M : 341 W 



341 W 
341 W 



M:341 W 



JU: 83 M: 341 W 



100 
1 03 
105 
106 
107 
108 
T,: 126 
L: 127 
L: 128 
L:129 
L:130 
L:131 
L:132 
L: 13 3 
L: 1 34 
L: .1 58 
L: 159 
L:160 
L : .1 8 4 
L:185 
L:186 
L: 203 
L:207 
L: 208 
L: 209 
L: 210 
L: 211 
L: 212 
1,: 229 
L:230 
L: 2 31 
L: 232 
L:233 
L: 234 
L: 235 
L: 236 



M:341 W 

M:34:i W 

M: 341 W 

M:341 W 

M : 341 W 

M: 341 W 
M: 34.1 
M: 341 
M: 341 



W 
W 
W 

M:341 W 



M: 341 
M: 341 



M:341 W 



M:34.1 W 
M:341 W 
M : 3 4 1 W 
M : 3 4 1 W 
M : 3 4 1 W 
M:341 W 
M:34! W 
M : 341 W 
M:341 W 
M:34.1 W 
M : 3 4 .1 W 
M : 3 4 1 W 
M:341 W 
M:341 W 
M 
M 

M : 3 4 1 W 
M:341 W 
M:34.1 W 
M: 341 
M: 341 



: 341 
: 341 



W 
W 

M:341 W 
M:341 W 



Current 
Current 
(46) "n" 
(46) "n" 
(46) " n " 
(467 "n"' 
(46) "n" 
(46) "n" 
(46) " n " 
(46) "n" 
(46) "n" 
(46) "n" 
46) "u 
46) " n 
46) "n 
46) "n 
46) "n 
46) "n 
46) "n 
46) "n 
46) " n 
4 6) " n 
46) "n 
4 6) " n 
46) " rt 
46) "n 
46) "n 
46) "n 
4 6) " n 
4 6) " n 
4 6) " n 
46) "n 
4 6) " n 
4 6) " n 
46) "n 
4 6) " n 
46) "n 
4 6 ) " n 
46) "n 
46 ) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 



Application Number differs, Wrong Format 

Filing Date differs, Replaced Current Filing Date 



or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 
or ~" Xaa " "used - , 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
"Xaa " 
"Xaa" 
"Xaa" 
" Xaa " 
"Xaa" 
" Xa a " 
" Xa a " 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa " 
" Xa a " 
" Xa a " 
" Xa a " 
or "Xaa" 
or "Xaa " 
"Xaa" 
"Xaa" 
or "Xaa" 
or "Xaa" 
"Xaa" 
"Xaa " 
" Xa a " 
"Xaa " 
" Xa a ,! 
"Xaa " 
"Xaa" 
"xaa " 
"Xaa" 
"Xaa" 
"xaa" 
"Xaa " 
"Xaa" 
" Xaa " 



or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
o r 
or 



or 
or 



or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 



used , 
used , 
used , 
used , 
used, 
used , 
used, 
used , 
used , 
used , 
used, 
used , 
used , 
used, 
used, 
used, 
used, 
used, 
used j 
used, 
used , 
used, 
used, 
used , 
used , 
used, 
used , 
used , 
used, 
used , 
used , 
used , 
used , 
used , 
used , 
used, 
used, 
used, 
used , 
used , 
used , 
used/ 



i~b# 

ID # 
I Off 
ID # 



for SEQ I D if 
for SEQ ID if 
for SEO ID if 
for - SEO 
for SEO 
for SEQ 
for SEO 
for SEQ 1D# : 
for SEQ ID ft : 
for SEQ IDtt : 
for SEQ ID ft 
for SEQ IDS 
for SEQ ID# 
for SEQ IDS 
for SEQ ID ft 
for SEQ IDA 
for SEQ ID# 
for SEQ ID# 
for SEQ IDS 
for SEQ ID ft 
for SEQ ID ft 
for SEQ ID ft 
for SEQ IDS 
for SEQ ID# 
SEQ IDft 
SEQ IDS 
SEQ ID ft 
for SEQ ID if 
for SEQ ID if 
for SEQ ID if 
for SEQ ID if 
for SEQ ID if 
for SEQ ID if 
for SEQ I Off 
for SEQ IDA 
for SEQ ID ft 
for SEQ TD# 
for SEQ ID ft 
for SEQ ID if 
for SEQ ID ft 
for SEQ ID if 
for SEQ ID if : 8 
for SEQ ID ft: 8 
for SEQ IDfi:8 
for SEQ IDft:8 
for SEQ ID#:8 



for 
for 
for 



8 
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, VERIFICATION SUMMARY DATE: 11/16/2000 

PATENT APPLICATION: US/09/59 3 , 793A TIME: 14:38:56 

Input; Set : A:\427cl5.app 

Output Set: N:\CRF3\11162000\I593793A.raw 

L:237 M:341 W: (46) "n" or "Xaa" used, for SEQ IDs : 8 
L:238 M:341 W: (46) "n" or "Xaa" used, for SEQ IDft:8 
L:252 M:341 W: (46) "n" or "Xaa" used, for SKO IDS: 9 
L:254 M:341 W: (46) "n" or "Xaa" used, for SEQ ID*: 9 

L:11150 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:537 
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